I CRfVrors Corrected by th STIC System Branch ft 
SertalNumb r: /o/07oM/A ^ ^J^flz^^ 

| | Changed a file from non-ASCII to ASCII tA/ Verified by: /T ~ (S TIC staff) 

1 1 Changed the margins in cases where the sequence text was ^^^t^^bwn to the next line. 

| | Edited a format error in the Current Application Data section, specifically: § 

Edited the Current Application Data section with the actual current number. The number inputted by the 
applicant was □ the prior application data; or □ other , 

I I Added the mandatory heading and subheadings for "Current Application Data". 

1 | Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

| | Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

I I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

| | Corrected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

| | Inserted colons after headings/subheadings. Headings edited included: 



; 1 Deleted extra, invalid, headings used by an applicant, specifically: 

f^Y^ Deleted: Q^fion-/» 
j "/ Inserted mandatory headings, specifically: 



Deleted: f3tion-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as_ 



I I Corrected an obvious error in the response, specifically: 



I 1 Edited identifiers where upper case is used but lower case is required, or vice versa. 

I I Corrected an error in the Number of Sequences field, specifically: 



I I A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

□ 
□ 



I I Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: 



'Examiner: The-above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 3/1/95 
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RAW SEQUENCE LISTING DATE: 07/18/2002 

PATENT APPLICATION: US/10/070,412 TIME: 21:58:57 

Input Set : N:\Crf3\07152002\J070412.raw 
Output Set: N:\CKF3\07182002\J070412.raw 

1 <110> APPLICANT: AstaCarotene AB 

2 <120> TITLE OP INVENTION: DNA construct and its use 

3 <130> PILE REFERENCE: 29295-AstaCarotene 

4 <140> CURRENT APPLICATION NUMBER: US/10/070,412 

5 <141> CURRENT FILING DATE: 2002-06-12 

6 <160> NUMBER OF SEQ ID NOS : 2 

7 <170> SOFTWARE: Patentln Ver . 2.1 
9 <210> SEQ ID NO: 1 

10 <211> LENGTH: 254 3 

11 <212> TYPE: DNA 

12 <213> ORGANISM: Artificial Sequence 

13 <220> FEATURE: 

14 <223> OTHER INFORMATION: Description of Artificial Sequence: napin promoter 

15 + choroplast localization signal + beta-carotene C-4 oxygenase 

16 coding sequence + termination sequence 

17 <220> FEATURE: 

18 <221> NAME/KEY: promoter 

19 <222> LOCATION: (1)..(1145) 

20 <220> FEATURE: 

21 <221> NAME/KEY: trans it_peptide 

22 <222> LOCATION: ( 1179 ) . . ( 134 7 ) 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: ( 1179 )..( 2217 ) 

26 <220> FEATURE: 

27 <221> NAME/KEY: terminator 

28 <222> LOCATION: (2273) ..( 2536 ) 

29 <4 00> SEQUENCE: 1 



30 aagctttctt catcggtgat tgattccttt aaagacttat gtttcttatc ttgcttctga 60 

31 ggcaagtatt cagttaccag ttaccactta tattctggac tttctgactg catcctcatt 12 0 

32 tttccaacat tttaaatttc actattggct gaatgcttct tctttgagga agaaacaatt 180 

33 cagatggcag aaatgtatca accaatgcat atatacaaat gtacctcttg ttctcaaaac 240 

34 atctatcgga tggttccatt tgctttgtca tccaattagt gactacttta tattattcac 300 

35 tcctctttat tactattttc atgcgaggtt gccatgtaca ttatatttgt aaggattgac 360 

36 gctattgagc gtttttcttc aattttcttt attttagaca tgggtatgaa atgtgtgtta 42 0 

37 gagttgggtt gaatgagata tacgttcaag tgaagtggca taccgttctc gagtaaggat 480 

38 gacctaccca ttcttgagac aaatgttaca ttttagtatc agagtaaaat gtgtacctat 54 0 

39 aactcaaatt cgattgacat gtatccattc aacataaaat taaaccagcc tgcacctgca 600 

40 tccacatttc aagtattttc aaaccgttcg gctcctatcc accgggtgta acaagacgga 66 0 

41 ttccgaattt ggaagatttt gactcaaatt cccaatttat attgaccgtg actaaatcaa 720 

42 ctttaacttc tataattctg attaagctcc caatttatat tcccaacggc actacctcca 780 

43 aaatttatag actctcatcc ccttttaaac caacttagta aacgtttttt tttttaattt 840 

44 tatgaagtta agtttttacc ttgtttttaa aaagaatcgt tcataagatg ccatgccaga 90 0 
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tec ctg tgg cag ttt gec egg ctg gca tgg tgg gca gtg gtg atg caa 
Ser Leu Trp Gin Phe Ala Arg Leu Ala Trp Trp Ala Val Val Met Gin 
230 235 240 245 

atg ctg ggg gcg ccc atg gca aat etc eta gtc ttc atg get gca gec 
Met Leu Gly Ala Pro Met Ala Asn Leu Leu Val Phe Met Ala Ala Ala 
250 255 260 
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118 agtgtcatgg agctcgaatt tccccgatcg ttcaaacatt tggcaataaa gtttcttaag 2 317 

119 attgaatcct gttgccggtc ttgegatgat tatcatataa tttctgttga attacgttaa 2 377 

120 gcatgtaata attaacatgt aatgeatgae gttatttatg agatgggttt ttatgattag 2437 

121 agtcccgcaa ttatacattt aatacgegat agaaaacaaa atatagegeg caaactagga 2497 

122 taaattatcg cgcgcggtgt catctatgtt actagategg gaattc 2543 
124' <210> SEQ ID NO: 2 

125 <211> LENGTH: 346 

126 <212> TYPE: PRT 

127 <213> ORGANISM: Artificial Sequence 

128 <220> FEATURE: 

129 <223> OTHER INFORMATION: Description of Artificial Sequence: deduced fusion 

130 protein of transit peptide + peptide with beta-carotene C-4 oxygenase 

131 activity 

132 <400> SEQUENCE: 2 

133 Met Ala Ser Ser Met Leu Ser Ser Ala Thr Met Val Ala Ser Pro Ala 
15 10 15 

Gin Ala Thr Met Val Ala Pro Phe Asn Gly Leu Lys Ser Ser Ala Ala 



134 
135 
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137 
138 
139 
140 
141 
142 
143 
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30 



Phe Pro Ala Thr Arg Lys Ala Asn Asn Asp He Thr Ser He Thr Ser 

35 40 45 

Asn Gly Gly Arg Val Asn Cys Met Ser Arg Met Pro Ser Glu Ser Ser 

50 55 60 

Asp Ala Ala Arg Pro Ala Leu Lys His Ala Tyr Lys Pro Pro Ala Ser 
65 70 75 80 

Asp Ala Lys Gly He Thr Met Ala Leu Thr He He Gly Thr Trp Thr 
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